Hopitaux

Universitaires

Genéve

Dpt. Diagnostique

SPC - Laboratoire de biologie
moléculaire

Relation avec le
prescripteur

Liste des génes panel NGS 100 | Processus :
Version 2.0 Version 2.0

Sous-processus : Service au prescripteur

Etat courant : Application et réclamations

N°: PTBM.3.1.AN.0001 Version : 1.2

Créé le :12/05/2025

par : LIN-MARQ Nathalie

| Approuvé le : 12/05/2025 par :BERCZY Margaret

Agilent capture probes — Design version 3511601—Panel NGS 100 Version 2.0

Gene Transcript ROIs

ABL1 ENST00000318560.6 full gene (coding regions + 15bp)

AKT1 ENST00000649815.2 E17,0L52,Q79

ALK ENST00000389048.8 R291,R401,G845,T1012,H1030,11171,F1174,F1245,R1275,K1491
ANKRD26 | ENST00000376087.5 5'-UTR + exon 1 (+15bp)

APC ENST00000257430.9 full gene (coding regions + 15bp)

ASXL1 ENST00000375687.10 exon 13

ASXL2 ENST00000435504.9 full gene (coding regions + 15bp)

ATM ENST00000675843.1 full gene (coding regions + 15bp)

ATRX ENST00000373344.11 exons 8-10,14-15,17-31

BCOR ENST00000378444.9 full gene (coding regions + 15bp)

BCORL1 ENST00000540052.6 full gene (coding regions + 15bp)

BRAF ENST00000644969.2 G466,G469,N581,D594,1L597,V600,K601,G643
CALR ENST00000316448.10 full gene (coding regions + 15bp)

CBL ENST00000264033.6 exons 8,9

CBLB ENST00000394030.8 V56, G128,C373,A915-G943

CBLC ENST00000647358.2 R56,A232,1284,Y341,5400

CDH1 ENST00000261769.10 full gene (coding regions + 15bp)

CDKN2A ENST00000304494.10 full gene (coding regions + 15bp)

CEBPA ENST00000498907.3 full gene (coding regions + 15bp)

CSF1R ENST00000675795.1 YT242,Y969

CSF3R ENST00000373106.6 Q76,Q114,A280,E331,5469,T618,T640,Q768
CTNNB1 ENST00000349496.11 exon 3 (A5-D81) + adj. introns , hotspots K335, N387, R582
CTR9 ENST00000361367.7 N157,5173,T498,V639,1698,V701

CUx1 ENST00000622516.6 full gene (coding regions + 15bp)

CXCR4 ENST00000241393.4 full gene (coding regions + 15bp)

DDR2 ENST00000367921.8 exons 5,8,12-15,17

DDX41 ENST00000330503.12 full gene (coding regions + 15bp)

DHX15 ENST00000336812.5 full gene (coding regions + 15bp)

DNMT3A ENST00000321117.10 full gene (coding regions + 15bp)

EGFR ENST00000275493.7 exons 2-4,6-7,13,15,18-21,25

ERBB2 ENST00000269571.10 $310,1655,L755,E770-A771,V842

ERBB4 ENST00000342788.9 T19,R711,V1065

ESR1 ENST00000206249.8 full gene (coding regions + 15bp)

ETNK1 ENST00000266517.9 full gene (coding regions + 15bp)

ETV6 ENST00000396373.9 full gene (coding regions + 15bp)

EZH2 ENST00000320356.7 full gene (coding regions + 15bp)
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FBXW7
FGFR1
FGFR2
FGFR3
FLT3
FRK
GATA1
GATA2
GNA11
GNA14
GNAQ
GNAS
GNB1
HNF1A
HRAS
IDH1
IDH2
IKZF1
IL6ST
JAK1
JAK2
JAK3
KDM6A
KDR
KIT
KMT2A
KRAS
MAP2K1
MAP2K2
MET
MGA
MLH1
MPL
MYDS88
NF1
NOTCH1
NPM1
NRAS
PDGFRA
PHF6
PIGA
PIK3CA
POLE
PPM1D
PRPF8
PTEN
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ENST00000281708.10
ENST00000447712.7
ENST00000358487.10
ENST00000440486.8
ENST00000241453.12
ENST00000606080.2
ENST00000376670.9
ENST00000341105.7
ENST00000078429.9
ENST00000341700.7
ENST00000286548.9
ENST00000371085.8
ENST00000378609.9
ENST00000257555.11
ENST00000311189.8
ENST00000345146.7
ENST00000330062.8
ENST00000331340.8
ENST00000381298.7
ENST00000342505.5
ENST00000381652.4
ENST00000458235.7
ENST00000611820.5
ENST00000263923.5
ENST00000288135.6
ENST00000534358.8
ENST00000311936.8
ENST00000307102.10
ENST00000262948.10
ENST00000397752.8
ENST00000219905.13
ENST00000231790.8
ENST00000372470.9
ENST00000650905.2
ENST00000358273.9
ENST00000651671.1
ENST00000296930.10
ENST00000369535.5
ENST00000257290.10
ENST00000370803.8
ENST00000333590.6
ENST00000263967.4
ENST00000320574.10
ENST00000305921.8
ENST00000304992.11
ENST00000371953.8

R224,R278,R367,R393,G423,R465,R479,R505,Y545,5582,R658,5668,R689
N546,K656
P253,Y375,C382,N549,K659,N727
R248,5249,N294,G370-A391,P585,A634-K650,V682
D96,T227,0324,5451,v491,1L561,Y597-L601,A680,D839
exons 5,6

exons 2,4

full gene (coding regions + 15bp)
R183,Q209

Q205

D35,Y101,R183,Q209
R160,R201,0227

K57,K89,G116

full gene (coding regions + 15bp)
G12-G13,H27,061

R132,v178

R140,R172

full gene (coding regions + 15bp)
exon 6

full gene (coding regions + 15bp)
E543-D544,V617,R683
M511,A573,R657,V722

full gene (coding regions + 15bp)
V297,Q472,R1032

full gene (coding regions + 15bp)
exons 3,5-8
G12-G13,Q22,A59,061,K117,A146
full gene (coding regions + 15bp)

full gene (coding regions + 15bp)
exon 14 (+50bp), exon 19, E168, N375
full gene (coding regions + 15bp)
1219,V384

S505,W515

exons 3-5

full gene (coding regions + 15bp)
exons 5-11, 26-27,34

W288

G12-G13,061
V561,5566-E571,G652,N659,V824,D842
full gene (coding regions + 15bp)

full gene (coding regions + 15bp)
exons 2,3,5-10,12,14,19-21
P286,5297,V411,Y467

full gene (coding regions + 15bp)

full gene (coding regions + 15bp)

full gene (coding regions + 15bp)
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PTPN11
RAD21
RAF1
RB1
RET
RHOA
RUNX1
SAMD9
SAMDOIL
SETBP1
SF3B1
SH2B3
SMAD4
SMARCB1
SMC1A
SMC3
SMO
SRC
SRSF2
STAG2
STAT3
STATSB
STK11
TERT
TET2
TP53
U2AF1
UBA1
VHL
WT1
ZBTB7A
ZRSR2

ENST00000351677.7
ENST00000297338.7
ENST00000251849.9
ENST00000267163.6
ENST00000355710.8
ENST00000418115.6
ENST00000675419.1
ENST00000379958.3
ENST00000318238.9
ENST00000649279.2
ENST00000335508.11
ENST00000341259.7
ENST00000342988.8
ENST00000644036.2
ENST00000322213.9
ENST00000361804.5
ENST00000249373.8
ENST00000373578.7
ENST00000359995.10
ENST00000371145.8
ENST00000264657.10
ENST00000293328.8
ENST00000326873.12
ENST00000310581.10
ENST00000380013.9
ENST00000269305.9
ENST00000291552.9
ENST00000335972.11
ENST00000256474.3
ENST00000452863.10
ENST00000322357.9
ENSTO0000307771.8

exons 3,8,13

full gene (coding regions + 15bp)
exon 7

full gene (coding regions + 15bp)
exons 2,7,11,13-16

full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
D868-G870
E622-R625,K666,K700,G742

full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
exons 2,11,16,17

exons 10,13,19,23,25,28
L412,W535,P694

exon 14

exonl

full gene (coding regions + 15bp)
exons 3,6,17,19-21
Y665,N642,T628

full gene (coding regions + 15bp)
promoteur -124, -139,-146

full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
exons 2,6

full gene

exons 1-3

full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
full gene (coding regions + 15bp)
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